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Pv08 introgression from Pa 
58,724,703 to 59,187,803

(CIAT 2016)

(CIAT 2018)













• Oxford Nanopore Long reads



INB 841 similarity to G40001

S1 E1 S2 E2 LEN 1 LEN2 IDY Draft G40001 Name contig Size

6,501,270 6,503,778 6,285,522 6,288,034 2,509 2,513 99.04 lg1 Chr01 1_6.5 tig00026363 1’791.309

34,491,887 34,493,183 1,066,440 1,067,732 1,297 1,293 99.69 lg2 Chr03

4,553,291 4,553,866 37,667,924 37,667,349 576 576 100 lg5 Chr09

9,312,173 9,315,474 16,553,137 16,556,445 3,302 3,309 99.27 lg6 Chr06 6_9.3 tig00027206 1’811.789

51,228,967 51,245,170 54,345,630 54,361,834 16,204 16,205 99.94 lg8 Chr08

8_51.2

tig00026471 2’997.375

51,245,112 51,313,536 54,361,831 54,430,275 68,425 68,445 99.95 lg8 Chr08

51,293,489 51,371,657 54,410,223 54,488,309 78,169 78,087 99.36 lg8 Chr08

51,361,539 51,418,294 54,473,600 54,530,409 56,756 56,810 99.72 lg8 Chr08

51,418,393 51,438,430 54,530,406 54,550,446 20,038 20,041 99.89 lg8 Chr08

51,448,423 51,735,399 54,560,394 54,847,457 286,977 287,064 99.82 lg8 Chr08 8_51.4

51,774,592 51,785,687 54,897,413 54,908,525 11,096 11,113 99.07 lg8 Chr08

8_51.751,785,415 51,795,888 54,908,505 54,918,994 10,474 10,490 99.04 lg8 Chr08

51,795,889 51,848,119 54,919,190 54,971,412 52,231 52,223 99.33 lg8 Chr08

51,932,806 51,942,401 55,060,701 55,070,320 9,596 9,620 99.09 lg8 Chr08 8_51.9

4,271,970 4,272,844 13,856,801 13,855,932 875 870 99.43 lg9 Chr11

60,019 64,571 32,472,802 32,468,238 4,553 4,565 99.01 lg11 Chr06

21,851,857 21,852,676 10,411,853 10,412,668 820 816 99.27 lg11 Chr11 11_21.8 tig00026892 202.627



• Oxford Nanopore Long reads
• INB841 assembly



Scaffolding Contigs
     

      

                                                       

                                          

 

 



INB 841 Chr08: 8_51.2 - 8_51.9 

Introgression region



Introgression region end Chr8
• Where detected 159 genes

• Four Heat shock proteins:
1. tig00026471.g316

2. tig00026471.g317 

3. tig00026471.g329 

4. tig00026471.g371

• Multiple transcription 
factor

• Pentatricopeptide repeat-
containing protein

Only heat shock protein with 
higher match for tepary than 
common bean 



Assembly # contigs Largest contig Total length N50 L50

INB_841 490 25,457,563 556,673,332 4,756,386 30

VAP_005 950 21,061,453 554,824,956 3,436,560 40

VAP_009 383 25,349,498 556,133,646 5,408,703 26

VAP_011 284 20,808,903 563,632,783 5,935,280 29

Contiguity quality assessment 
(scaffolded draft)



Completeness quality assessment 
(scaffolded draft)



Collinearity with UI-111 (Durango)



Collinearity with WLD_581 (wild tepary)



Haplotigs VAP_009



Haplotigs VAP_011



INB 841

• Selected originally under 
drought

• Expressed resistance to 
wilting under intense mid-
season drought

• May have rapid pod 
elongation

• Heat tolerance
• Resistance to wilting
• Uniform and stable maturity
• Higher number of seeds per 

pod

(JD Lobaton, CIAT)
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